Key indicators: single-crystal X-ray study; T = 100 K; mean (C-C) = 0.007 Å; disorder in main residue; R factor = 0.089; wR factor = 0.246; data-to-parameter ratio = 15.5.
Related literature
Refinement R[F 2 > 2(F 2 )] = 0.089 wR(F 2 ) = 0.246 S = 1.11 11610 reflections 748 parameters 206 restraints H atoms treated by a mixture of independent and constrained refinement Á max = 1.05 e Å À3 Á min = À2.39 e Å À3 Table 1 Hydrogen-bond geometry (Å , ).
Cg2, Cg3, Cg4 and Cg6 are the centroids of the C31-C36, C41-C46, C51-C56 and C11-C16 benzene rings, respectively. 
Figure 2
View of the molecular packing and the hydrogen bonding along the a axis. The minor disorder components and hydrogen atoms not involved in hydrogen bonding have been omitted for clarity. 
(E)-N′-(5-Bromo-2-hydroxybenzylidene)-2-(4-isobutylphenyl)propanohydrazide

Special details
Geometry. Bond distances, angles etc. have been calculated using the rounded fractional coordinates. All su's are estimated from the variances of the (full) variance-covariance matrix. The cell e.s.d.'s are taken into account in the estimation of distances, angles and torsion angles Refinement. Refinement on F 2 for ALL reflections except those flagged by the user for potential systematic errors. Weighted R-factors wR and all goodnesses of fit S are based on F 2 , conventional R-factors R are based on F, with F set to zero for negative F 2 . The observed criterion of F 2 > σ(F 2 ) is used only for calculating -R-factor-obs etc. and is not relevant to the choice of reflections for refinement. R-factors based on F 2 are statistically about twice as large as those based on F, and R-factors based on ALL data will be even larger.
Fractional atomic coordinates and isotropic or equivalent isotropic displacement parameters (Å 2 ) C21-C26 1.389 (7) C55-H55 0.9500 C21-C22 1.379 (7) C56-H56 0.9500 C22-C23 1.414 (6) C57-H57A 0.9900 C23-C27 1.456 (7) C57-H57D 0.9900 C23-C24 1.410 (7) C57-H57B 0.9900 C24-C25 1.390 (7) C57-H57C 0.9900 C25-C26 1.386 (7) C58A-H58A 1.0000 C28-C29 1.536 (6) C58B-H58B 1.0000 C29-C30 1.530 (7) C59A-H59A 0.9800 C29-C31 1.532 (6) C59A-H59C 0.9800 C31-C36 1.384 (7) C59A-H59B 0.9800 C31-C32 1.382 (7) C59B-H59D 0.9800 C32-C33 1.390 (7) C59B-H59E 0.9800 C33-C34 1.395 (7) C59B-H59F 0.9800 C34-C37 1.507 (6) C60A-H60C 0.9800 C34-C35 1.381 (7) C60A-H60B 0.9800 C35-C36 1.400 (7) C60A-H60A 0.9800 C37-C38A 1.585 (9) C40A-H40C 0.9800 C13-H13 0.9500 C40B-H40D 0.9800 C15-H15 0.9500 C40B-H40F 0.9800 C16-H16 0.9500 C40B-H40E 0.9800 C17-H17A 0.9900 C41-C42 1.380 (7) C17-H17B 0.9900 C41-C46 1.388 (7) C18-H18 1.0000 C42-C43 1.405 (6) C19-H19A 0.9800 C43-C44 1.413 (7) C19-H19B 0.9800 C43-C47 1.464 (7) C19-H19C 0.9800 C44-C45 1.392 (7) C20-H20A 0.9800 C45-C46 1.385 (7) C20-H20B 0.9800 C48-C49 1.524 (5) C20-H20C 0.9800 C49-C51 1.543 (6 
